Simple Summary: The value of yeast culture (YC) as alternative feed additives in poultry farming has been proven. YC is a nutrient-rich and complex micro-ecological fermentation product containing various metabolites. However, the major or specific effective components of YC and their importance in poultry farming are unknown. Herein, we screened the "effective ingredients" of YCs obtained from different fermentation times based on metabolomics and animal feeding experiments. Glycine, fructose, inositol, galactose, and sucrose were identified as potential effective metabolites in YCs. These findings provide an important basis for objective, accurate, and quick evaluation of the quality of YC products, as well as a scientific understanding of their functions.
Introduction
The growing requirements for safe and good quality poultry products have led to an increased interest in growth-promoting feed additives for animal nutrition [1] [2] [3] . Considerable research has been
Preparation of YCs
A strain of Saccharomyces cerevisiae (No. 2012), screened in the laboratory from the JLAU-Borui Dairy Science and Technology R&D Centre of the Jilin Agricultural University (Changchun, China), was used in this study. S. cerevisiae was aerobically cultured in medium containing 10% molasses, 10% brown sugar, 0.5% urea, 0.5% yeast powder, 0.05% magnesium sulfate, and 0.05% glycine, and incubated for 24 h. Then, papain was added to induce cell wall breakage, followed by anaerobic fermentation for 12, 24, 36, 48 , and 60 h. The culture broths were collected at indicated fermentation times and freeze-dried to obtain the different YCs (12YC, 24YC, 36YC, 48YC, and 60YC). The freeze-dried YCs were used for subsequent experiments.
Metabolomics Analysis of YCs

Metabolites Derivatization
The yeast samples (100 µL) of each group were mixed with 300 µL of methanol/chloroform (3:1). After 10 min standing at −20 • C, the mixed liquor was centrifuged at 12,000× g at 4 • C for 10 min, and then 300 µL of the supernatant was transferred to the test tubes. The yeast samples were dried using the freeze drier for 48 h. The drying samples of yeast (0.05 g drying samples) were stored in 1.5 mL tubes. One hundred microliters of 20 mg/mL methoxyamine hydrochloride was added to the yeast samples, followed by heating in a water bath at 37 • C for 90 min. Subsequently, 200 µL bis(trimethylsilyl)-trifluoroacet-amide (BSTFA) with 1% trimethylchlorosilane (TMCS) (Sigma-Aldrich, Castle Hill, Australia) heated at 70 • C for 60 min was added to the dried extract of yeast samples to complete the derivatization process. After the derivatization, the samples of each group were centrifuged at 12,000× g at 4 • C for 10 min. Then, 50 mL of the supernatant was collected and, after adding 0.5 mL of n-hexane, samples were injected directly into the gas chromatography-mass spectrometer (GC-MS) for analysis. Under the same analysis conditions, samples of each group were repeated six times.
Metabolites Identification by GC-MS
The analysis of yeast samples was performed using GC-MS (7890A/5975C; Agilent Inc, Santa Clara, CA, USA). The electron impact (EI) ionization mode used was at 70 eV. A 30 m HP-5MS capillary column with an internal diameter of 250 µm and a film thickness of 0.25 µm was used. All injections were done in the split less mode with 1 µL injected volume, and an oven ramp beginning at 80 • C (hold for 3 min), then increasing at a program rate to 150 • C with a hold time of 10 min. Helium (carrier gas) was used at a rate of 1.0 mL/min. The transfer line was maintained at 280 • C with an acquisition rate of 10 Hz. The shunt ratio was 10:1, the solvent delay time was 3 min, and mass scanning range was 20-800 amu.
Screening of Differentially Expressed Metabolites
All metabolomics data were analyzed using SIMCA-P 14.0 (Umetrics AB, Umeå, Sweden). Multivariate analysis included principal component analysis (PCA), partial least squares discriminant analysis (PLS-DA), and orthogonal partial least squares discrimination (OPLS-DA). The first principal component of the PLS (variable importance projection, VIP value) was obtained to identify the differentially expressed metabolites. Molecules with VIP values exceeding 1.0 and p-values less than 0.05 were selected as differentially expressed metabolites.
Pathway Characterization
The compound names and relative concentrations of the shared metabolites were imported into Metaboanalyst 3.0 (http://www.metaboanalyst.ca) to perform functional enrichment and impact pathway analysis. Impact values greater than 0.10 and p-values less than 0.05 were defined as significant impact pathways. Extremely different pathways were defined with p-values less than 0.01. In addition, databases such as the Kyoto Encyclopedia of Genes and Genomes (KEGG, http://www.genome.jp/kegg/) and the Small Molecular Pathway Database (SMPDB, http://smpdb.ca) were used to search for metabolites and for the integrated pathway analysis.
Preparation of Diets
The ingredients and nutrient composition of diets fed during the starter (1-21 days of age) and finisher (22-42 days of age) periods are reported in Table 1 as described in our previous study [14] . For each treatment group, different YCs were added to the basal diet at a dosage of 0.192% (dry weight of the fermentation broth/feed (g/g)) and subsequently mixed and stirred with a mixer. The YC was in the form of powder and the inclusion rate was chosen based on the results of our preliminary experiments. All diets were antibiotic free and were formulated to meet the nutrient requirements of the basal diet for Arbor Acres (AA) broilers. To test the effectiveness of YC effective substances, these compounds were commercially acquired and used for preparing different combinations (A, B, and C groups are the combination groups). The proportions of these compounds were predicted using a linear regression model. The combination diets were prepared by mixing the pure powder of each compound with the basal diet. 
Animal Production Trials
Trial 1
Three hundred and thirty-six one-day-old, gender-mixed AA broiler chicks obtained from a local commercial hatchery were used in this experiment. Chicks were randomly distributed into 42 cages (seven groups × six replications; each replication included eight chicks). Each group was allocated to one of the seven dietary treatments. One of the treatments was a corn-soybean basal diet with no addition (control), while the other treatments were done with the basal diet supplemented with YC from different fermentation times: 12 h (YC12), 24 h (YC24), 36 h (YC36), 48 h (YC48), and 60 h (YC60), as well as SZ1 (a commercial YC product). The diets were given from 0 to 6 weeks.
Trial 2
On the basis of the performance results of trial 1 and preliminary screening results of the active ingredients of the YCs, the presence of active ingredients was confirmed. A combination of these active components was determined according to the established mathematical model of the active ingredients and the production performance. Trial 2 was conducted to test the efficacy of the active components of YC as an additive feed in broiler nutrition and to determine its effectiveness as a supplement. Two hundred and twenty-eight one-day-old, gender-mixed AA broiler chicks obtained from a local commercial hatchery were used in this experiment. Chicks were randomly distributed into 36 cages (six groups × six replications, each replication included eight chicks). Each group was allocated to one of six dietary treatments. The control treatment was a corn-soybean basal diet with no addition (as in trial 1). The A, B, and C groups were fed the basal diet supplemented with active ingredients of YC in different combinations. Animals in the YC24 and SZ1 groups were fed YC24 or SZ1, respectively, as supplements. Broilers were housed in the same condition as in trial 1. The experiments lasted for six weeks.
Growth Performance
Eights birds per pen were weighed together each week to determine the live body weight and weight gain. Feed conversion ratio (FCR) was calculated as the ratio of feed intake to body weight gained. The body weight gain (BWG), feed intake (FI), and feed conversion ratio (FCR) were also calculated for each growing phase as follows: from weeks 0 to 3, weeks 4 to 6, and weeks 0 to 6 for the entire six weeks of the experimental study. Mortality was checked over the production trial period and no additional adjustment was performed because no death of broilers was recorded.
Blood Sample Collection and Analyses
Before blood sample collections, feed was removed from all birds for a period of 3 h in an attempt to allow stabilization of blood constituents. On the morning of day 21 and day 42, a 3.0 mL venous blood sample was collected from the ulnaris vein of one bird from each treatment into tubes containing 1.8 mg/mL of spray-dried K2 ethylenediaminetetraacetic acid (EDTA) (Greiner Bio-One GmbH, Kremsmunster, Austria). Blood samples were centrifuged at 3000× g for 15 min to assure separation of the blood cells and then stored at 20 • C for further analysis of total protein (TP), alanine aminotransferase (ALT), alkaline phosphatase (ALP), aspartate aminotransferase (AST), and blood urea nitrogen (BUN) using the Autoanalyzer Medical System (Autolab, BT 3,500 Autoanalyzer Medical System, Rome, Italy), and were measured using reagent kits (Wako Pure Chemical Industries, Osaka, Japan). Serum immunoglobulin G (IgG) and immunoglobulin A (IgA) were measured using the double-antibody sandwich enzyme-linked immunosorbent assay (ELISA) with commercial kits (Bethyl Laboratories, Montgomery, TX, USA).
Statistical Analysis
Data were analyzed using SPSS 23.0. The data were compared using one-way analysis of variance (ANOVA) and significant differences between groups were analyzed by Duncan's multiple comparisons; significance was declared at p < 0.05. The means, pooled standard error of the mean (SEM), and p-values are summarized in tables. The correlation analysis between the active ingredient content of the selected YC and BWG was performed, and the stepwise regression method was used to establish the prediction equation that was used for predicting the proportion of key metabolites in combination diets.
Results
Analysis of YC Components
The results of metabolites identification of the YCs are shown in Table 2 . In total, 85 compounds were identified from all of the YCs obtained at various fermentation time points. The composition of the YCs differed from one to another, and metabolites specific to some YCs were identified ( Table 2) . Common metabolites were also identified, but their concentrations (peak areas) differed from one YC to another (Table 2 ). 
Trial 1
Growth Performance
The effect of the basal diet supplemented with YCs from different fermentation periods on the performance of broilers (0-6 weeks) in trial 1 is presented in Table 3 . There was no significant difference in the initial body weight (BW) of broilers attributed to each feeding group (p > 0.05), but significant differences in BW were found at day 21 and day 42 of animal production trials (Table 3) . At day 21, the feeding with diets supplemented with YC12, YC24, and YC36 led to increased BW of broilers compared with the control group, but the supplementation with YC48, YC60, and SZ1 led to insignificant changes (Table 3) . At day 42, supplementation with YC12, YC24, YC36, YC48, and SZ1 increased BW of broilers, whereas the supplementation with YC60 did not significantly impact the BW compared with the control group (Table 3) . ; FI = feed intake (g/w); FCR = feed conversion ratio (g/g), SEM= standard error of the mean. a-e means within the same rows without the same superscript letter are significantly different (p < 0.05).
The body weight gain (BWG) was calculated over a different interval of time. During weeks 0-3, the supplementation with YC24 significantly increased BWG (p < 0.05) relative to the control group, whereas no significant difference was found between the control group and the YC12, YC36, YC48, YC60, and SZ1 groups. No significant difference was observed among the YC12, YC24, YC36, and SZ1 groups. No significant change in FI was found between the groups (Table 3 ). However, FI was significantly increased in the YC36 group compared with the control group (Table 3) . Moreover, feeding with the YC supplement led to decreased FCR, except with a significant difference for YC24 (p < 0.05), while no obvious difference was found between the control group and the other diets.
During weeks 4-6, BWG was significantly increased for broilers fed with diets supplemented with YC12, YC24, YC36, and SZ1 ( Table 3 ). The greatest BWG (1691 g) value was obtained with YC24 ( Table 3 ). No significant difference in BWG was found between the control group and the YC48 and YC60 groups ( Table 3 ). The FI was increased with dietary supplementation of YC24 and YC48 (p < 0.05), but no significant difference was found with the YC12, YC36, YC60, and SZ1 dietary supplementations compared with the control group (Table 3 ). The FCR values of broilers were decreased after supplementation with YC12, YC24, YC36, and SZ1, but increased with YC48 and YC60. The lowest FCR was obtained with the YC24, which showed a significant difference from the other groups. A significant difference in FCR was also found between the control group and the YC36, YC48, and YC60 groups, whereas the FCR values in the YC12, SZ1, and control groups were not significantly different.
During weeks 0-6, BWG of broilers was increased by the supplementation with YC12, YC24, YC36, YC48, YC60, and SZ1 (Table 3 ). Statistical significance was recorded for YC12, YC24, YC36, YC48, and SZ1, and the highest BWG was obtained with YC24 supplementation (Table 3) . For FI, an increase was also recorded and a significant increase for YC24, YC36, YC48, YC60, and SZ1 was observed. No significant difference was found between YC12 and the control group (Table 3) . The FCR was decreased by dietary supplementation with YC12, YC24, YC36, and SZ1, with significant differences recorded for YC24, YC36, and SZ1 (p < 0.05), but there was no significant difference between the control and YC12 (Table 3) . A significant increase was found for YC48 and YC60 compared with the control (Table 3 ).
Biochemical Profiles
There was no significant difference in the content of total protein (TP) between the control, YC24, and YC60 groups. The YC treatment in the YC12, YC36, and YC48 groups, as well as SZ1, increased the TP content compared with the control group (p < 0.05, Table 4 ). The enzyme activity of alkaline phosphatase (ALP) in the serum was significantly increased in the YC12-YC60 groups compared with the control group (p < 0.05, Table 4 ), while no significant difference was found between the YC and the control group. A significant increase in aspartate aminotransferase (AST) activity was observed in the YC12, YC36, and SZ1 groups compared with the control group (p < 0.05, Table 4 ), whereas no significant difference was found between the control, YC24, YC48, and YC60 groups. The activity of alanine aminotransferase (ALT) was increased upon feeding with YCs and a significant difference was found between the control group and the SZ1, YC24, YC36, YC48, and YC60 groups (p < 0.05, Table 4 ). No significant difference was found between the control group and the YC12 group. The blood urea nitrogen (BUN) level was significantly decreased in broilers fed with YC when compared with those in the control group (p < 0.05, Table 4 ). No significant difference was found between the YC12 and control groups, but YC24 supplementation caused the greatest decrease in BUN level (p < 0.05).
Serum Immunoglobulins
The contents of IgA and IgG in serum are indicated in Figure 1 . On day 21, the level of IgA was significantly increased following SZ1-and YC-supplemented diets compared with the control group. On day 42, compared with the control group, a significant difference in IgA level was found upon feeding with SZ1-, YC24-, YC36-, and YC60-supplemented diets. On days 21 and 42, serum IgG levels were increased (p < 0.05) in broilers fed the SZ1-, YC24-, YC36-, and YC48-supplemented diets as compared with broilers fed the basal diet. YC36 supplement showed the highest level of serum IgG. No significant difference was recorded between the control group and the YC60-supplemented diet. On day 42, except for YC12, a significant difference (p < 0.05) was found between the control group and the other experimental groups. 
Identification of Effective Metabolites of YC
The PCA score plot of the metabolic profiles showed significantly separated clusters among the YCs (Figure 2 ). All score plots for the YC12, YC24, YC36, YC48, YC60, and SZ1 samples were in the Hotelling T2 ellipse with 95% confidence. The distance between the commercial product SZ1 and the other treatment groups was the greatest. In addition, YC24 and YC60 samples were far apart from each other.
On the basis of the production performance and the biochemical and immunological indices, YCs were considered to contain effective metabolites when they exhibited good performance. As YC60 showed the worst production performance and YC24 exhibited the best production performance, these two YCs were used for screening differential effective metabolites. As shown in Figure 3a , the YC24 and YC60 samples were clearly separated into two parts and all score plots for the samples in the two groups were in the 95% Hotelling T2 ellipse in the OPLS-DA score map (Figure 3a) . A clear separation in the metabolomic profiles was observed between YC24 and YC60. The S-plot showing the key metabolites is depicted in Figure 3b . On the left and right side of the S-plot, the variables with strong model contribution and high statistical reliability were screened for uncovering potential biomarkers to characterize the metabolic discriminations between YC24 and YC60. In total, five differentially expressed metabolites were identified between YC24 and YC60 (very important parameter (VIP) > 1, p < 0.05), as indicated in Table 5 . In addition, using KEGG pathway analysis (Figure 4) , we found that the differentially expressed metabolites screened between YC24 and YC60 were enriched in four significant pathways: glycine, serine, and threonine metabolism; inositol phosphate metabolism; galactose metabolism; and starch and sucrose metabolism (p < 0.05, impact value > 0.10). 
Trial 2
Growth Performance
Taking into account the results obtained in trial 1, which indicated that YC24 contained the most effective components and good performance on growth, immunity, and biochemical parameters after its supplementation, and considering that shorter fermentation time is cost-effective, a regression model was generated based on YC24 supplementation. According to the model, the active ingredients obtained from the model were commercially purchased and combined, and the combination scheme was as shown in Table 6 . The effect of supplementation of different combinations of active components in the corn-soybean basal diet on the performance of broilers in trial 2 is shown in Table 7 . The initial BW values of broilers were not significantly different (Table 7) . However, at day 21, the BW was significantly increased in combination diets and YC24 and SZ1 groups compared with the control group (Table 7) . At day 42, significant differences in BW were found among B, C, and YC24 groups and the control group. No significant difference was found between the control group and the A and SZ1 groups. Table 7 . The effect of different treatment of yeast culture on the growth performance of broilers. BW = body weight; BWG = body weight gain (g/w); FI = feed intake (g/w); FCR = feed conversion ratio (g/g). a-c means within the same rows without the same superscript letter are significantly different (p < 0.05). The determination of BWG indicated that, during weeks 0-3, compared with the control, chicks fed diets supplemented with the combinations of active components had higher weight gain, with a significant difference (p < 0.05) observed for A, B, and C combinations and the YC24 and SZ1 groups. Significant decrease in FI was observed in the YC24 group, as well as B and C combinations, compared with the control group whereas, no significant difference was recorded for the A and SZ1 groups. Significantly lower FCR (p < 0.05) was observed in YC24 group and A-C combinations compared with the control. No difference in FCR was observed between the control and SZ1 group (p > 0.05).
Experimental Diets
During weeks 4-6, there was no difference in BWG between the control and all supplemental combination diets. A significant decrease (p < 0.05) in FI was observed in the YC24 and SZ1 group and A, B, and C combinations compared with the control diet. Moreover, broilers in the A, B, and C combination groups and YC24 or SZ1 supplementation groups had significantly lower FCR (p < 0.05) in comparison with broilers in the control treatment.
During weeks 0-6, chicks fed diets supplemented with different combinations had higher BWG compared with those fed the control diets. A statistically significant difference (p < 0.05) in BWG was found for broilers receiving the group B-, C-, and YC24-supplemented diets, and there was no significant difference between the A, SZ1, and control groups. In addition, no significant difference in FI was found between the treatment groups. Broilers receiving the group B-, C-, and YC24-supplemented diets had significantly lower (p < 0.05) FCR than those fed the control diets. However, no differences were observed between the chicks fed diets supplemented with SZ1, A, and the control diets.
Biochemical Profiles
As shown in Table 8 , compared with the control diet, the combination of active components of YC supplements did not affect the TP, ALP, and AST levels, whereas ALT was significantly (p < 0.05) decreased in A and C combinations. The BUN level was significantly decreased in broilers fed with A and C combination diets compared with the control group (p < 0.05). No difference in BUN level was observed between the SZ1, YC24, and control groups (p > 0.05). a-c means within the same rows without the same superscript letter are significantly different (p < 0.005).
Serum Immunoglobulins
The contents of IgA and IgG in serum are presented in Figure 5 . On day 21, serum IgA content was increased (p < 0.05) in broilers fed with SZ1 compared with the control group. No significant differences were obtained with the combination of active component-supplemented diets as compared with the broilers fed the basal diet. On day 42, combinations A-, B-, C-, and SZ1-supplemented diets significantly increased serum IgA (p < 0.05) content. For IgG, significant (p < 0.05) differences were found between the control group and the SZ1, A, C, and YC24 groups on day 21. On day 42, the level of IgG was significantly increased in the SZ1, B, C, and YC24 groups ( Figure 5 ). 
Discussion
In the present study, we aimed to investigate the effect of YC obtained at different fermentation time-points on different biological and physiological processes in broilers. The discussion of the results is presented below.
Analysis of YC Components
In a first step, we generated different types of YCs based on the fermentation time and found that the composition profiles of different YCs were influenced by the fermentation time. Especially, YC24 and YC60 were chosen for differential analysis and the results showed that five differentially expressed metabolites could be identified between the YC24 and YC60 groups, namely sucrose, inositol, glycine, fructose, and galactose. The contents observed for glycine, fructose, and inositol corroborated with the content of the YC product SZ1 [12] . In addition, pathway analysis indicated that, except for inositol, the content of other metabolites in the YC24 group was higher than that in the YC60 group. The effectiveness of YC is related to its composition in the effective components. Glycine, as a nutritive additive in broiler feed, is a necessary functional amino acid for poultry; promotes immune regulation by participating in the synthesis of creatine, uric acid, glutathione, and other substances in the body; and is used as an antioxidant and for its other biological functions [12, 15, 16] . Studies have shown that the addition of glycine to low-protein diets can increase the growth efficiency of broilers, and the growth performance is comparable to that with normal protein diets [17] [18] [19] . The supplementation of fructose in broiler diets not only improves palatability, but also improves the performance of broilers [20] . Sucrose, as a safe nutritive sweetener, can improve the activity of amino acids and promote the synthesis of proteins by increasing the energetic synthesis [21] [22] [23] . Galactose is an important component of some glycoproteins that is rapidly absorbed in the intestine and provides energy for the body [24] . Inositol is an important water-soluble vitamin and a biologically active cyclohexanol. Inositol mainly exists in biofilms in the form of phosphatidylinositol and is involved in protein synthesis, lipid metabolism, and the regulation of a series of cell physiological processes. Inositol deficiency in feed can lead to multiple deficiencies such as loss of appetite, anemia, poor growth, fin erosion, skin blackening, and abnormal lipid metabolism in fish [25, 26] . In addition, the effect of YC is not the function of a single substance, but the nutrition and health effect of these components in combination [27] . The above findings indicated that the obtained YCs contain important nutritional element and could be used for supplementation in animal feeds or preparation of dietary supplements for animals.
Effect of YCs on Growth Performance of Broilers
To investigate the growth-promoting effect in broilers of different fermentation durations of YC, dietary supplementation was performed. We found that supplementation with the different kinds of YCs had a significant improvement effect on broiler growth and FI during the entire experimental period. This result was corroborated with an earlier study [5] demonstrating that a dietary supplementation of 0.25% YC improves the average daily gain and feed efficiency by about 5% during grower and overall periods. Consistent with this study, the beneficial effects of YC on performance have also been reported for broilers [28] and nursery pigs [29] . Onifade [30] reported that dried yeast (S. cerevisiae) given as a supplement to broilers fed with a high fiber diet can improve BWG. At the same time, feed efficiency was also improved in broilers fed with 0.15% and 0.45% of dried yeast. Other studies, however, have reported that yeast products have no effect on the performance of turkey poults [28, 29, 31] , broilers [32] [33] [34] , and broiler breeders [8] . Broilers in the YC24 treatment had higher BWG and improved FCR in comparison with broilers in the control treatment, which indicated that dietary supplementation of YC with a fermentation duration of 24 h had the best performance, while supplementation of YC obtained after a fermentation duration of 60 h had the poorest performance. YC contained yeast cells as well as metabolites such as peptides, organic acids, oligosaccharides, amino acids, flavor and aroma substances, and possibly some unidentifiable growth factors that may have a beneficial effect on animal production. This indicated that YC produced with different fermentation durations contains different metabolites, resulting in different application effects.
To test the combination efficiency of the active metabolites identified, the active ingredients were combined for preparation of dietary supplements and the animal production trials were performed. The results indicated that the combination of active ingredients as dietary additives had reached the application effect of YC24, which was consistent with the results of several previous reports that supplementation of YC to the diet improved the growth performance of broilers [5, 33, 35, 36] . In contrast, while the combination of active ingredients improved the growth performance of broilers, the degree of improvement was not the same, which may be related to the nature and the proportions of nutrients in the different YCs. Indeed, metabolites produced by YC, such as amino acids, small peptides, organic acids, oligosaccharides, flavor enhancers, and aromatic substances, may act synergistically to improve intestinal health and promote digestion, absorption, and utilization of nutrients. This synergistic effect may improve the growth performance and immune function of animals and their overall health. Under our experimental conditions, five main active compounds were identified as potential nutritional additives in the production of broilers. However, the composition of YC is complex, and the roles played by these main active ingredients, as well as the interactions between them, need to be further explored. This is a preliminary study of the functional components of YC, and it needs to be further studied using different research methods and techniques in the future.
Biochemical Profiles
Dietary yeast supplements significantly affect blood parameters, and changes in the serum biochemical parameters can be used to assess both the pathological and nutritional status of an individual. In this study, the serum TP content of broilers was considerably increased by the addition of S. cerevisiae YCs obtained at different fermentation times. Similar results in the serum levels of TP, AST, and ALP were previously reported [37] . The study by Shareef and S. A. Al-Dabbagh [38] showed that feed supplemented with 1.5% and 2% S. cerevisiae significantly increased the TP and albumin contents in the serum (p < 0.05). This implied that the addition of YC in the diet enhanced protein metabolism, absorption, and utilization in broilers and promoted the growth of tissues and organs. However, A Onifade, et al. [39] reported that the serum protein level was decreased and the serum levels of ALT, AST, and ALP were increased with dietary YC in rabbits.
The content of BUN reflects the metabolism of protein in the animal body. A low level of urea nitrogen indicates a good balance in amino acids, increased protein deposition, and normal metabolism of protein. In this study, the BUN content in broilers fed with YC24 and YC36 at day 42 was significantly lower than that of the control group (p < 0.05), indicating that S. cerevisiae culture can improve the immune function and enhance the metabolism of nutrients, which was consistent with the improved production performance of broilers. In trial 2, the content of BUN in each treatment group was significantly lower than that in the control group (p < 0.05), which was similar to findings reported by Zhang, et al. [40] . This may be because the addition of YC promoted the absorption of amino acids and the synthesis of proteins in the animal body and reduced the catabolism of proteins. Serum ALP is closely related to calcium and phosphorus metabolism in immature animals and plays an active role in osteogenesis. Therefore, serum ALP content can indirectly affect the growth of animals. In this paper, the serum ALP content of each experimental group was greater than that of the control group. The results were similar to those reported by Onifade et al. [39] .
ALT and AST in the serum are two important enzymes involved in nitrogen metabolism and play an indispensable role in amino acid transformation. The results showed that AST content in the YC group was decreased compared with the control group. This was explainable by the fact that the addition of YC stimulates the animals to feed actively, which often leads to excessive intake. Indeed, in the feeding stage, the broilers are housed in a small area and lack exercise. Consumption of a large amount of feed results in the formation of body fat deposition, and thus weight gain. However, with the accumulation of body fat, excessive nutrients cannot be metabolized smoothly, which damages the liver and leads to the increase of serum aminotransferase content.
Serum Immunoglobulins
To investigate the efficacy of YCs and their active ingredients, we measured their effect on the immune function. Immune factors such as IgG and IgA were increased in the YC24 group compared with the control group. Consistent with this study, Gao et al. [5] showed that the addition of YC can significantly improve broiler serum IgM and sIgA content. The results were also similar to other previous findings [5, 40, 41] . Our results also showed that the diet supplemented with the combinations of effective components could increase the levels of serum IgG and IgA in broilers to greater levels than that in the YC24 group. Thus, we stipulated that the combination of effective compounds can enhance the immune function and contribute to the health and growth of the broilers. This may be because of the synergistic effect of components in the effective group.
Limitations
Our study presents some limitations. A clear response on DWG, FI, and FC was observed, especially with YC24. However, the "control" group performed quite modestly. Normally, AA birds have an FCR between 0 and 6 w of around 1.60. This may be because of the avidity of broilers for the basal diet or the quality of the basal diet. As a consequence, there may exist a large room for improvements of the YC treatments. Additionally, we observed difference in the FCR of broilers of the same group in both trials. This may be explained by the fact that animal production trials (trials 1 and 2) were performed in the same farm, but in different seasons, which may affect the results.
Conclusions
In this study, the effective metabolites of YC were screened using metabolomics. The effective compounds of YC were glycine, fructose, inositol, galactose, and sucrose. Moreover, the dietary supplementation of the effective compounds in combination improved BWG, FC, and the immunity of broiler chickens. The results of the present study provide a better understanding of the metabolism of YC, which can help elucidate the nutritional and health care mechanism for the animals in the future. Ultimately, the present study offered an insight into the composition and effect of YC on the growth, biochemical, and immune performance of broilers and provided an idea of the formulation of effective compounds as feed additives for broilers.
